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Ala 
Ala 


Asp 
685 


Ser 


Asp 


pi ,, 

blU 


bin 


Ser 


Pro 


Pin 

bin 
700 


VjIU 


Pro 


Lys 


Asp 


Asn 


Thr 


Phe 
715 


Ala 


Glu 


Glu 


Gin 


Asp 


Val 


Glu 
730 


Leu 


Trp 


Glu 


Val 


Glu 


Glu- 


Gin 
745 


He 


Lys 


Arg 


Asp 


Glu 


Glu 
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1QC 


uys 


Tl a 

lie 




i n n 


Pin 
blU 


Val 




J 10 


Pin 

b lu 


Asn 




Tin 


Arg 


Asp 




O / c 
Jt <i D 


Lys 


Pro 






Ser 


Pro 




J / D 


i nr 


Cys 




1Qf\ 


Leu 


ai - 

Ala 




St u _) 


Tyr 


Cys 




A 1 A 


Gly 


Arg 






Lys 


Gly 




450 


Leu 


Trp 




465 


Ala 


Gin 




4o(J 


pi,, 

blU 


Asp 






Glu 


Ala 




CIA 

DlU 


Glu 


Thr 




c n c 


Gly 


Ser 




540 


Pro 


Lys 




c: c: c 


Glu 


Asp 




D / U 


Leu 


Lys 






Ser 


Thr 




DUU 


Lys 


p 1 1 * 

biy 




OlD 


Arg 


val 




£ ^ n 


Lys 


Asn 




C A C 


Lys 


pi,, 
biy 




bbU 


Met 


p i , , 

blU 




D / D 


Asp 


Asp 




ton 


Ser 


Leu 




705 


Phe 


Thr 




720 


Gly 


Glu 




735 


Asn 


Arg 




750 
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<211> 226 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 



2768356CD1 



<400> 5 


























Met 


Glu 


He 


Val 


Pro 


He 


Gly 


Thr 


Thr 


His 


Val 


Thr Leu 


Pro 


Val 


1 








5 










10 








15 


Phe 


Gly 


Asp 


His 


Phe 


Glu 


Trp 


Asn 


Lys 


Val 


Thr 


Ser Cys 


He 


His 










20 










25 








30 


Asn 


He 


Leu 


Ser 


Gly 


Gin 


Arg 


Trp 


lie 


Glu 


His 


Tyr Gly Glu 


He 










35 










40 








45 


Val 


He 


Lys 


Asn 


Leu 


His 


Asp 


Asp 


Ser 


Cys 


Tyr 


Cys Lys 


Val 


Asn 










50 










55 








60 


Phe 


He 


Lys 


Ala 


Lys 


Tyr 


Trp 


Ser 


Thr 


Asn 


Ala 


His Glu 


lie 


Glu 










65 










70 








75 


Gly 


Thr 


Val 


Phe 


Asp 


Arg 


Ser 


Gly 


Lys 


Ala 


Val 


His Arg 


Leu 


Phe 










80 










85 








90 


Gly 


Lys 


Trp 


His 


Glu 


Ser 


He 


Tyr 


Cys 


Gly Gly Gly Ser 


Ser 


Ser 










95 










100 








105 


Ala 


Cys 


Val 


Trp 


Arg 


Ala 


Asn 


Pro 


Met 


Pro 


Lys 


Gly Tyr 


Glu 


Gin 










110 










115 








120 


Tyr 


Tyr 


Ser 


Phe 


Thr 


Gin 


Phe 


Ala 


Leu 


Glu 


Leu 


Asn Glu 


Met 


Asp 










125 










130 








135 


Pro 


Ser 


Ser 


Lys 


Ser 


Leu 


Leu 


Pro 


Pro 


Thr 


Asp 


Thr Arg 


Phe 


Arg 










140 










145 








150 


Pro 


Asp 


Gin 


Arg 


Phe 


Leu 


Glu 


Glu 


Gly Asn 


Leu 


Glu Glu 


Ala 


Glu 










155 










160 








165 


He 


Gin 


Lys 


Gin 


Arg 


He 


Glu 


Gin 


Leu 


Gin 


Arg 


Glu Arg 


Arg 


Arg 










170 










175 








180 


Val 


Leu 


Glu 


Glu 


Asn 


His 


Val 


Glu 


His 


Gin 


Pro 


Arg Phe 


Phe 


Arg 










185 










190 








195 


Lys 


Ser 


Asp Asp 


Asp 


Ser 


Trp 


Val 


Ser 


Asn 


Gly Thr Tyr 


Leu 


Glu 










200 










205 








210 


Leu 


Arg 


Lys 


Asp 


Leu 


Gly 


Phe 


Ser 


Lys 


Leu 


Asp 


His Pro 


Val 


Leu 










215 










220 








225 


Trp 





























<210> 6 
<211> 500 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<223> Incyte ID No: 



5324145CD1 



<400> 6 




























Met 


Tyr 


Cys 


Pro 


Glu 


Ser 


Ala 


Val 


He 


Leu 


Leu 


Ser 


Thr 


Thr 


Val 


1 








5 










10 










15 


Leu 


Glu 


Asn 


Val 


Leu 


Gin 


Pro 


Phe 


His 


Phe 


Arg 


Ala 


Gly Thr 


Met 










20 










25 










30 


Ser 


Lys 


Leu 


Pro 


Lys 
35 


Phe 


Glu 


He 


Glu 


Leu 
40 


Pro 


Ala 


Ala 


Pro 


Lys 
45 


Ser 


Thr 


Lys 


Pro 


Ser 
50 


Leu 


Ser 


Glu 


Arg 


Asp 
55 


lie 


Ala 


Met 


Ala 


Thr 
60 


He 


Tyr 


Gly 


Gin 


Leu 
65 


Tyr 


Val 


Leu 


Phe 


Leu 
70 


Arg 


His 


His 


Ser 


Arg 
75 


Thr 


Ser 


Asn 


Ser 


Thr 
80 


Gly 


Ala 


Glu 


Val 


Val 
85 


Leu 


Tyr 


His 


Leu 


Pro 
90 


Arg 


Glu 


Gly 


Ala 


Cys 
95 


Lys 


Lys 


Met 


His 


He 
100 


Leu 


Lys 


Leu 


Asn 


Arg 
105 


Thr 


Gly 


Lys 


Phe 


Ala 
110 


Leu 


Asn 


Val 


Val 


Asp 
115 


Asn 


Leu 


Val 


Val 


Val 
120 
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His His Gin Asp Thr Giu Thr Ser Val He Phe Asp He Lys Leu 

125 130 135 

Arg Gly Glu Phe Asp Gly Ser Val Thr Phe His His Pro Val Leu 

140 145 150 

Pro Ala Arg Ser He Gin Pro Tyr Gin He Pro He Thr Gly Pro 

155 160 165 

Ala Ala Val Thr Ser Gin Ser Pro Val Pro Cys Lys Leu Tyr Ser 

170 175 180 

Ser Ser Trp He Val Phe Gin Pro Asp He He He Ser Ala Ser 

185 190 195 

Gin Gly Tyr Leu Trp Asn Leu Gin Val Lys Leu Glu Pro He Val 

200 205 210 

Asn Leu Leu Pro Asp Lys Gly Arg Leu Met Asp Phe Leu Leu Gin 

215 220 225 

Arg Lys Glu Cys Lys Met Val He Leu Ser Val Cys Ser Gin Met 

230 235 240 

Leu Ser Glu Ser Asp Arg Ala Ser Leu Pro Val lie Ala Thr Val 

245 250 255 

Phe Asp Lys Leu Asn His Glu Tyr Lys Lys Tyr Leu Asp Ala Glu 

260 265 270 

Gin Ser Tyr Ala Met Ala Val Glu Ala Gly Gin Ser Arg Ser Ser 

275 280 285 

Pro Leu Leu Lys Arg Pro Val Arg Thr Gin Ala Val Leu Asp Gin 

290 295 300 

Ser Asp Val Tyr Thr His Val Leu Ser Ala Phe Val Glu Lys Lys 

305 310 315 

Glu Met Pro His Lys Phe Val He Ala Val Leu Met Glu Tyr lie 

320 325 330 

Arg Ser Leu Asn Gin Phe Gin He Ala Val Gin His Tyr Leu His 

335 340 345 

Glu Leu Val lie Lys Thr Leu Val Gin His Asn Leu Phe Tyr Met 

350 355 360 

Leu His Gin Phe Leu Gin Tyr His Val Leu Ser Asp Ser Lys Pro 

365 370 375 

Leu Ala Cys Leu Leu Leu Ser Leu Glu Ser Phe Tyr Pro Pro Ala 

380 385 390 

His Gin Leu Ser Leu Asp Met Leu Lys Arg Leu Ser Thr Ala Asn 

395 400 405 

Asp Glu He Val Glu Val Leu Leu Ser Lys His Gin Val Leu Ala 

410 415 420 

Ala Leu Arg Phe He Arg Gly He Gly Gly His Asp Asn He Ser 

425 430 435 

Ala Arg Lys Phe Leu Asd Ala Ala Lys Gin Thr Glu Asp Asn Met 

440 445 450 

Leu Phe Tyr Thr lie Phe Arg Phe Phe Glu Gin Arg Asn Gin Arg 

455 460 -465 

Leu Arg Gly Ser Pro Asn Phe Thr Pro Gly Glu His Cys Glu Glu 

470 475 480 

His Val Ala Phe Phe Lys Gin He Phe Gly Asp Gin Ala Leu Met 

485 490 495 
Arg Pro Thr Thr Phe 

500 



<210> 7 

<211> 272 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1004646CD1 

<400> 7 

Met Ser Cys His Asn Cys Ser Asp Pro Gin Val Leu Cys Ser Ser 
15 10 15 

Gly Gin Leu Phe Leu Gin Pro Leu Trp Asp His Leu Arg Ser Trp 
20 25 30 
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Glu 


Ala 


Leu 


Leu 


Gin 
35 


Ser 


Pro 


Phe 


Phe 


Pro 
40 


Thr 


Thr 


Tyr 


Val 


Gly 
50 


Phe 


Cys 


Leu 


Pro 


Phe 
55 


Leu 


Cys 


Ser 


Trp 


Val 
65 


Pro 


Ala 


Leu 


Arg 


Arg 
70 


Asp 


Phe 


Ser 


Pro 


Ser 

80 


Ala 


Gin 


Gin 


Leu 


Leu 
85 


Thr 


Leu 


Tyr 


Gin 


His 
95 


Val 


Met 


Phe 


Val 


Phe 
100 


His 


Trp 


Ala 


Arg 


Ser 
110 


Pro 


Ala 


Leu 


Leu 


Pro 
115 


Leu 


Leu 


Leu 


Leu 


Leu 
125 


His 


His 


lie 


Leu 


Phe 
130 


Asp 


Met 


Glu 


Phe 


Phe 
140 


Val 


Trp 


His 


Leu 


Leu 
145 


Trp 


Leu 


Tyr 


Arg 


Thr 

155 


Phe 


His 


Lys 


Val 


His 
160 


Ser 


Phe 


Ala 


Leu 


Ala 
170 


Thr 


Gin 


Tyr 


Met 


Ser 
175 


Ser 


Leu 


Gly 


Phe 


Phe 
185 


Asp 


Met 


Met 


Asn 


Val 
190 


His 


Pro 


Leu 


Thr 


Thr 
200 


Leu 


Thr 


Phe 


His 


Val 
205 


Ser 


Val 


Glu 


Asp 


His 
215 


Ser 


Gly 


Tyr 


Asn 


Phe 
220 


Arg 


Leu 


Val 


Pro 


Phe 


Gly 


Trp 


Tyr 


Gly Gly 










230 










235 


Leu 


His 


His 


Ser 


His 
245 


Phe 


Asn 


Cys 


Asn 


Phe 
250 


His 


Trp 


Asp 


Lys 


lie 
260 


Leu 


Gly 


Thr 


Leu 


Arg 
265 


Ala 


Arg 



















<210> 8 

<211> 282 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1802851CD1 

<400> 8 



Met 


Ser 


Gly 


Gly 


Trp 


Met 


Ala 


Gin 


Val 


Gly 


1 








5 










10 


Ala 


Leu 


Gly 


Leu 


Ala 
20 


Leu 


Leu 


Leu 


Leu 


Leu 
25 


Leu 


Glu 


Ala 


Ala 


Ala 
35 


Ser 


Pro 


Leu 


Ser 


Thr 
40 


Ala 


Ala 


Gly 


Pro 


Ser 
50 


Ser 


Gly 


Ser 


Cys 


Pro 
55 


Cys 


Arg 


Thr 


Ser 


Gly 
65 


Leu 


Cys 


Val 


Pro 


Leu 
70 


Arg 


Asp 


Leu 


Asp 


Cys 
80 


Ser 


Asp 


Gly 


Ser 


Asp 
85 


lie 


Glu 


Pro 


Cys 


Thr 
95 


Gin 


Lys 


Gly 


Gin 


Cys 
100 


Leu 


Pro 


Cys 


Pro 


Cys 
110 


Thr 


Gly 


Val 


Ser 


Asp 
115 


Asp 


Lys 


Lys 


Leu 


Arg 
125 


Asn 


Cys 


Ser 


Arg 


Leu 
130 


Glu 


Leu 


Arg 


Cys 


Thr 
140 


Leu 


Ser 


Asp 


Asp 


Cys 
145 


Arg 


Cys 


Asp 


Gly 


His 
155 


Pro 


Asp 


Cys 


Pro 


Asp 
160 


Gly 


Cys 


Gly 


Thr 


Asn 


Glu 


lie 


Leu 


Pro 


Glu 
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Val He Phe Ser He 
45 

Val Val Leu Asp He 
60 

Tyr Lys He His Pro 
75 

Pro Cys Leu Gly Gin 
90 

Pro Val Thr Leu Leu 
105 

His Glu Ala Pro Glu 
120 

Cys Leu Leu Leu Phe 
135 

His His Lys Val Pro 
150 

His Gin Asn Ser Ser 
165 

Val Trp Glu Leu Phe 
180 

Thr Leu Leu Gly Cys 
195 

Val Asn He Trp Leu 
210 

Pro Trp Ser Thr His 
225 

Val Val His His Asp 
240 

Ala Pro Tyr Phe Thr 
255 

Thr Ala Ser Val Pro 
270 



Ala Trp Arg Thr Gly 
15 

Gly Leu Gly Leu Gly 
30 

Pro Thr Ser Ala Gin 
45 

Pro Thr Lys Phe Gin 
60 

Thr Trp Arg Cys Asp 
75 

Glu Glu Glu Cys Arg 
90 

Pro Pro Pro Pro Gly 
105 

Cys Ser Gly Gly Thr 
120 

Ala Cys Leu Ala Gly 
135 

He Pro Leu Thr Trp 
150 

Ser Ser Asp Glu Leu 
165 

Gly Asp Ala Thr Thr 
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170 










175 




Met Gly 


Pro 


Pro 


Val 


Thr 


Leu 


Glu 


Ser 


Val 


Thr 








185 










190 




Ala Thr 


Thr 


Met 


Gly 


Pro 


Pro 


Val 


Thr 


Leu 


Glu 








200 










205 




Val Gly 


Asn 


Ala 


Thr 


Ser 


Ser 


Ser 


Ala 


Gly 


Asp 








215 










220 




Pro Thr 


Ala 


Tyr 


Gly 


Val 


He 


Ala 


Ala 


Ala 


Ala 








230 










235 




Ser Leu 


Val 


Thr 


Ala 


Thr 


Leu 


Leu 


Leu 


Leu 


Ser 








245 










250 




Gin Glu 


Arg 


Leu 


Arg 


Pro 


Leu 


Gly 


Leu 


Leu 


Val 








260 










265 




Ser Leu 


Leu 


Leu 


Ser 


Glu 


Gin 


Lys 


Thr 


Ser 


Leu 








275 










280 




<210> 9 




















<211> 437 


















<212> PRT 


















<213> Homo sapiens 














<220> 




















<221> misc_f eature 














<223> Incyte ID 


No: 


2764333CD1 








<400> 9 




















Met Ser 


Glu 


Glu 


Lys 


Asp 


Cys 


Gly 


Gly Gly 


Asp 


1 






5 










10 




Gly lie 


Lys 


Lys 


His 


Arg 


Thr 


Ser 


Leu 


Pro 


Ser 








20 










25 




Arg Asn 


Asp 


Phe 


Ser 


He 


Trp 


Ser 


He 


Leu 


Arg 








35 










40 




Met Glu 


Leu 


Ser 


Lys 


He 


Thr 


Met 


Pro 


Val 


He 








50 










55 




Leu Ser 


Phe 


Leu 


Gin 


Arg 


Leu 


Thr 


Glu 


Tyr 


Met 








65 










70 




Leu He 


His 


Lys 


Ala 


Ser 


Ser 


Leu 


Ser 


Asp 


Pro 








80 










85 




Gin Cys 


Val 


Ala 


Ala 


Phe 


Ala 


Val 


Ser 


Ala 


Val 








95 










100 




Glu Arg 


Thr 


Gly 


Lys 


Pro 


Phe 


Asn 


Pro 


Leu 


Leu 








110 










115 




Glu Leu 


Val 


Arg 


Asp 


Asp 


Leu 


Gly 


Phe 


Arg 


Leu 








125 










130 




Val Ser 


His 


His 


Pro 


Pro 


He 


Ser 


Ala 


Phe 


His 








140 










145 




Asn Asn 


Asp 


Phe 


He 


Phe 


His 


Gly 


Ser 


lie 


Tyr 








155 










160 




Phe Trp 


Gly 


Lys 


Ser 


Val 


Glu 


Ala 


Glu 


Pro 


Lys 








170 










175 




Leu Glu 


Leu 


Leu 


Glu 


His 


Asn 


Glu 


Ala 


Tyr 


Thr 








185 










190 




Thr Cys 


Cys 


Val 


His 


Asn 


He 


He 


Val 


Gly 


Lys 








200 










205 




Gin Tyr 


Gly 


Asn 


Val 


Glu 


lie 


He 


Asn 


His 


Lys 








215 










220 




Cys Val 


Leu 


Asn 


Phe 


Lys 


Pro 


Cys 


Gly 


Leu 


Phe 








230 










235 




His Lys 


Val 


Glu 


Gly 


Tyr 


lie 


Gin 


Asp 


Lys 


Ser 








245 










250 




Cys Ala 


Leu 


Tyr 


Gly 


Lys 


Trp 


Thr 


Glu 


Cys 


Leu 








260 










265 




Pro Ala 


Thr 


Phe 


Asp 


Ala 


Tyr 


Lys 


Lys 


Asn 


Asp 








275 










280 




Glu Glu 


Lys 


Lys 


Asn 


Ser 


Lys 


Gin 


Met 


Ser 


Thr 








290 










295 




Asp Glu 


Met 


Pro 


Val 


Pro 


Asp 


Ser 


Glu 


Ser 


Val 
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180 

Ser Leu Arg Asn 
195 

Ser Val Pro Ser 
210 

Gin Ser Gly Ser 
225 

Val Leu Ser Ala 
240 

Trp Leu Arg Ala 
255 

Ala Met Lys Glu 
270 

Pro 



Ala 


Leu 


Ser 


Asn 








15 


Pro 


Met 


Phe 


Ser 








30 


Lys 


Cys 


He Gly 








45 


Phe 


Asn 


Glu 


Pro 








60 


Glu 


His 


Thr 


Tyr 








75 


Val 


Glu 


Arg 


Met 








90 


Ala 


Ser 


Gin 


Trp 








105 


Gly 


Glu 


Thr 


Tyr 








120 


lie 


Ser 


Glu 


Gin 








135 


Ala 


Glu 


Gly 


Leu 








150 


Pro 


Lys 


Leu 


Lys 








165 


Gly 


Thr 


He 


Thr 








180 


Trp 


Thr 


Asn 


Pro 








195 


Leu 


Trp 


lie 


Glu 








210 


Thr 


Gly 


Asp 


Lys 








225 


Gly 


Lys 


Glu 


Leu 








240 


Lys 


Lys 


Lys 


Leu 








255 


Tyr 


Ser 


Val 


Asp 








270 


Lys 


Lys 


Asn 


Thr 








285 


Ser 


Glu 


Glu 


Leu 








300 


Phe 


He 


He 


Pro 
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305 










310 










315 


Gly Ser 


Val 


Leu 


Leu 


Trp 


Arg 


lie 


Ala 


Pro 


Arg 


Pro 


Pro 


Asn 


Ser 








320 










325 










330 


Ala Gin 


Met 


Tyr 


Asn 


Phe 


Thr 


Ser 


Phe 


Ala 


Met 


Val 


Leu 


Asn 


Glu 








335 










340 










345 


Val Asp 


Lys 


Asp 


Met 


Glu 


Ser 


Val 


He 


Pro 


Lys 


Thr 


Asp 


Cys 


Arg 








350 










355 










360 


Leu Arg 


Pro 


Asp 


He 


Arg 


Ala 


Met 


Glu 


Asn 


Gly 


Glu 


He 


Asp 


Gin 








365 










370 










375 


Ala Ser 


Glu 


Glu 


Lys 


Lys 


Arg 


Leu 


Glu 


Glu 


Lys 


Gin 


Arg 


Ala 


Ala 








380 










385 










390 


Arg Lys 


Asn 


Arg 


Ser 


Lys 


Ser 


Glu 


Glu 


Asp 


Trp 


Lys 


Thr 


Arg 


Trp 








395 










400 










405 


Phe His 


Gin Gly 


Pro 


Asn 


Pro 


Tyr 


Asn 


Gly 


Ala 


Gin 


Asp 


Trp 


He 








410 










415 










420 


Tyr Ser 


Gly 


Ser 


Tyr 


Trp 


Asp 


Arg 


Asn 


Tyr 


Phe 


Asn 


Leu 


Pro 


Asp 








425 










430 










435 


lie Tyr 




























<210> 10 


























<211> 427 


























<212> PRT 


























<213> Homo sapiens 






















<220> 




























<221> misc_f eature 






















<223> Incyte ID 


No: 


2798021CD1 
















<400> 10 


























Met Arg 


Gin 


Ala 


Ala 


Ala 


Asp 


Ala 


Lys 


Pro 


Glu 


Ser 


Leu 


Met 


Lys 


1 






5 










10 










15 


Arg Leu 


Glu 


Glu 


Glu 


He 


Lys 


Phe 


Asn 


Leu 


Tyr 


Met 


Val 


Thr 


Glu 








20 










25 










30 


Lys Phe 


Pro 


Lys 


Glu 


Leu 


Glu 


Asn 


Lys 


Lys 


Lys 


Glu 


Leu 


His 


Phe 








35 










40 










45 


Leu Gin 


Lys 


Val 


Val 


Ser 


Glu 


Pro 


Ala 


Met 


Gly 


His 


Ser 


Asp 


Leu 








50 










55 










60 


Leu Glu 


Leu 


Glu 


Ser 


Lys 


He 


Asn 


Glu 


He 


Asn 


Thr 


Glu 


He 


Asn 








65 










70 










75 


Gin Leu 


He 


Glu 


Lys 


Lys 


Met 


Met 


Arg 


Asn 


Glu 


Pro 


He 


Glu 


Gly 








80 










85 










90 


Lys Leu 


Ser 


Leu 


Tyr 


Arg 


Gin 


Gin 


Ala 


Ser 


He 


He 


Ser 


Arg 


Lys 








95 










100 










105 


Lys Glu 


Ala 


Lys 


Ala 


Glu 


Glu 


Leu 


Gin 


Glu 


Ala 


Lys 


Glu 


Lys 


Leu 








110 










115 










120 


Ala Ser 


Leu 


Glu 


Arg 


Glu 


Ala 


Ser 


Val 


Lys 


Arg 


Asn 


Gin 


Thr 


Arg 








125 










130 










135 


Glu Phe 


Asp 


Gly 


Thr 


Glu 


Val 


Leu 


Lys 


Gly 


Asp 


Glu 


Phe 


Lys 


Arg 








140 










145 










150 


Tyr Val 


Asn 


Lys 


Leu 


Arg 


Ser 


Lys 


Ser 


Thr 


Val 


Phe 


Lys 


Lys 


Lys 








155 










160 










165 


His Gin 


He 


He 


Ala 


Glu 


Leu 


Lys 


Ala 


Glu 


Phe 


Gly 


Leu 


Leu 


Gin 








170 










175 










180 


Arg Thr 


Glu 


Glu 


Leu 


Leu 


Lys 


Gin 


Arg 


His 


Glu 


Asn 


lie 


Gin 


Gin 








185 










190 










195 


Gin Leu 


Gin 


Thr 


Met 


Glu 


Glu 


Lys 


Lys 


Gly 


He 


Ser 


Gly 


Tyr 


Ser 








200 










205 










210 


Tyr Thr 


Gin 


Glu 


Glu 


Leu 


Glu 


Arg 


Val 


Ser 


Ala 


Leu 


Lys 


Ser 


Glu 








215 










220 










225 


Val Asp 


Glu 


Met 


Lys 


Gly 


Arg 


Thr 


Leu 


Asp 


Asp 


Met 


Ser 


Glu 


Met 








230 










235 










240 


Val Lys 


Lys 


Leu 


Tyr 


Ser 


Leu 


Val 


Ser 


Glu 


Lys 


Lys 


Ser 


Ala 


Leu 








245 










250 










255 


Ala Ser 


Val 


He 


Lys 


Glu 


Leu 


Arg 


Gin 


Leu 


Arg 


Gin 


Lys 


Tyr 


Gin 








260 










265 










270 


Glu Leu 


Thr 


Gin 


Glu 


Cys 


Asp 


Glu 


Lys 


Lys 


Ser 


Gin 


Tyr 


Asp 


Ser 








275 










280 










285 



WO 00/49043 



Cys 


Ala 


Ala 


Gly 


Leu 
290 


Glu 


Ser 


Asn 


Arg 


Val 


Arg 


Arg 


Leu 


Arg 
305 


Glu 


Glu 


Cys 


Leu 


His 


Tyr 


Thr 


Asn 


Cys 
320 


Met 


lie 


Lys 


Asn 


Arg 


Ala 


Thr 


Asp 


GlU 

335 


Met 


Lys 


Ala 


Tyr 


Glu 


Lys 


Arg 


Lys 


Aia 
350 


lie 


Arg 


Glu 


Gin 


Glu 


Gin 


Glu 


Asn 


Leu 
365 


Gly 


Lys 


Lys 


Leu 


lie 


Arg 


Glu 


Ser 


His 
380 


Gly 


Pro 


Asn 


Met 


Arg 


Asp 


Leu 


Glu 


Gin 
395 


Leu 


Met 


Glu 


Cys 


Lys 


Gin 


Gin 


Ser 


Gin 
410 


Thr 


Ser 


He 


Gly 


Gly 


Glu 


Asp 


Arg 


Leu 
425 


lie 


Leu 







<210> 11 
<211> 564 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mi sc__ feature 

<223> Incyte ID No: 3335404CD1 

<400> 11 



Met 


Asp 


Ser 


Arg 


Tyr 


Asn 


Ser 


Thr 


Ala 


i 








5 










Gin 


Leu 


Ser 


Ala 


Ala 
20 


lie 


Pro 


Ala 


Thr 


Ser 


Cys 


Arg 


Asn 


Leu 
35 


Leu 


Asp 


Arg 


Asp 


Pro 


He 


Cys 


Val 


Leu 
50 


Tyr 


Val 


Gin 


Gly 


Arg 


Glu 


Phe 


Gly 


Arg 
65 


Thr 


Glu 


Val 


lie 


Asp 


Phe 


Val 


Arg 


Lys 
80 


Phe 


lie 


Leu 


Asp 


Glu 


Asn 


Leu 


Arg 


Phe 
95 


Asp 


Leu 


Tyr 


Asp 


Asn 


Leu 


Ser 


Lys 


His 
110 


Asp 


Phe 


Leu 


Gly 


Gly 


Glu 


He 


Val 


Gly 
125 


Ser 


Gin 


Gly 


Ser 


Val 


Gly 


He 


Pro 


Gly 
140 


Lys 


Lys 


Cys 


Gly 


Glu 


Glu 


Leu 


Asn 


Cys 
155 


Cys 


Arg 


Asp 


Ala 


Ala 


Asn 


Lys 


Leu 


Asp 
170 


Lys 


Lys 


Asp 


Phe 


Phe 


Leu 


Val 


Phe 


Tyr 
185 


Arg 


Ser 


Asn 


Glu 


Cys 


His 


Lys 


Thr 


Glu 
200 


Val 


Val 


Lys 


Asn 


Gin 


Ala 


Phe 


Lys 


He 
215 


Ser 


Val 


Arg 


Ala 


Asp 


Arg 


Thr 


He 


Lys 
230 


Val 


Glu 


Val 


Tyr 


Ser 


His 


Asp 


Phe 


He 
245 


Gly 


Glu 


Phe 


Thr 


Ser 


Arg 


Gly 


Gin 


Ser 
260 


Gin 


Phe 


Asn 


Val 



PCTYUS00/04160 



Ser 


Lys 


Leu 


Glu 


Gin 


Glu 


295 










300 


Gin 


Glu 


Glu 


Ser 


Arg 


Tyr 


.510 










315 


Leu 


Glu 


Val 


Gin 


Leu 


Arg 


TIC 












He 


Ser 


Ser 


Asp 


Gin 


Gin 












1 A C 


Tyr 


Thr 


Lys 


Asn 


Thr 


Ala 


*a c tz 

355 










360 


Arg 


Glu 


Lys 


Gin 


Lys 


Val 


370 










375 


Lys 


Gin 


Ala 


Lys 


Met 


Trp 


385 










390 


Lys 


Lys 


Gin 


Cys 


Phe 


Leu 


400 










405 


Gin 


Val 


He 


Gin 


Glu 


Gly 


415 










420 


Gly 


lie 


Gly 


Asp 


Leu 


Asn 


10 










15 


Arg 


Val 


Glu 


Val 


Ser 


Val 


25 










30 


Thr 


Phe 


Ser 


Lys 


Ser 


Asp 


40 










45 


Val 


Gly 


Asn 


Lys 


Glu 


Trp 


55 










60 


Asp 


Asn 


Thr 


Leu 


Asn 


Pro 


70 










75 


Tyr 


Phe 


Phe 


Glu 


Glu 


Arg 


85 










90 


Val 


Asp 


Ser 


Lys 


Ser 


Pro 


100 










105 


Gin 


Val 


Phe 


Cys 


Thr 


Leu 


ilD 










1 1 A 

120 


Arg 


Leu 


Glu 


Lys 


Pro 


He 


1 "5 A 

130 










135 


Thr 


He 


He 


Leu 


Thr 


Ala 


145 










150 


Val 


Leu 


Met 


Gin 


Phe 


Cys 


loU 










iOD 


Pne 


Gly 


Lys 


Ser 


Asp 


Pro 


i / D 










1 oU 


Asp 


Gly 


Ser 


Phe 


Thr 


lie 


190 










195 


Thr 


Leu 


Asn 


Pro 


Val 


Trp 


205 










210 


Leu 


Cys 


Asn 


Gly 


Asp 


Tyr 


220 










225 


Asp 


Trp 


Asp 


Arg 


Asp 


Gly 


235 










240 


Thr 


Ser 


Tyr 


Arg 


Glu 


Leu 


250 










255 


Tyr 


Glu 


Val 


Val 


Asn 


Pro 


265 










270 
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Lys 


Lys 


Lys 


Gly 


Lys 


Lys 


Lys 


Lys 


Tyr 


Thr 


Asn 


Ser 


Gly 


Thr 


t 7-, 1 

Val 










275 




















Zoo 




Leu 


Leu 


Ser 


Phe 


Leu 


Val 


Glu 


Thr 


GlU 


val 


Ser 


Pne 


Leu 


ASp 










290 










Z ZD 










jUU 


Tyr 


lie 


Lys 


Gly Gly 


inr 


Gin 


lie 


Asn 


Pne 


Thr 


val 


A 1 -i 

Ala 


Tl- 
IiS 


Asp 










305 










jIU 










J 1 D 


rile 


i nr 


Ala 


Ser 


Asn 


vjiy 


Asn 


Pro 


Ala 


PI- 

bin 


Pro 


i nr 


Ser 


Leu 


His 










320 




















jjU 


Tyr 


Met 


Asn 


Pro 


Tyr 




Leu 


Asn 


Ala 


Tyr 


Gly 


Met 


Ala 


Leu 


Lys 










335 










~\ a n 










^ A c: 


Ala. 


vai 


oiy 


Glu 


He 


val 


Gin 


Asp 


Tyr 


Asp 


Ser 


ASp 


Lys 


Met 


Pne 










350 




















"3 c r\ 


Pro 


Ala 


Leu 


Gly 


Phe 


Gly 


Ala 


Lys 


Leu 


Pro 


Pro 


Asp 


Gly 


Arg 


He 










365 










Tin 










J / D 


C A -r- 


HIS 


bill 


Phe 


Ala 


Leu 


Asn 


Gly 


Asn 


Pro 


p i « 
Gin 


Asn 


Pro 


Tyr 


Cys 










380 










i q a 










390 


Asp 


Gly 


lie 


Glu Gly 


T. 7— 1 

val 


Met 


Glu 


A 1 

Ala 


Tyr 


Tyr 


Arg 


Ser 


Leu 


Lys 










395 










400 










405 


Ser 


Val 


P 1 « 

Gin 


Leu 


Tyr 


Gly 


Pro 


Thr 


Asn 


Phe 


Ala 


Pro 


Val 


He 


Asn 










410 










415 










420 


His 


val 


Ala 


Arg 


Tyr 


Ala 


Ser 


Ser 


Val 


Lys 


Asp 


Gly 


Ser 


Gin 


Tyr 










425 










430 










435 


Pne 


val 


Leu 


Leu 


He 


Val 


Thr 


Asp 


Gly 


Val 


He 


Ser 


Asp 


Met 


Ala 










440 










445 










450 


Gin 


Thr 


Lys 


Glu 


Ser 


He 


Val 


Asn 


Ala 


Ser 


Lys 


Leu 


Pro 


Met 


Ser 










455 










460 










465 


lie 


lie 


He 


Val 


Gly 


Val 


Gly 


Pro 


Ala 


Glu 


Phe 


Asp 


Ala 


Met 


Val 










470 










475 










480 


Glu 


Leu 


Asp 


Gly Asp 


Asp 


Val 


Arg 


Val 


Ser 


Ser 


Arg 


Gly 


Lys 


Tyr 










485 










490 










495 


Ala 


p 1 - - 

Glu 


Arg 


Asp 


lie 


Val 


Gin 


Phe 


Val 


Pro 


Phe 


Arg 


Asp 


Tyr 


lie 










500 










505 










510 


Asp 


Arg 


Ser 


Gly Asn 


His 


He 


Leu 


Ser 


Met 


Ala 


Arg 


Leu 


Ala 


Lys 










515 










520 










525 


Asp 


Val 


Leu 


Ala 


Glu 


He 


Pro 


Glu 


Gin 


Phe 


Leu 


Ser 


Tyr 


Met 


Arg 










530 










535 










540 


Ala 


Arg 


Gly 


He 


Lys 


Pro 


Ser 


Pro 


Ala 


Pro 


Pro 


Pro 


Tyr 


Thr 


Pro 










545 










550 










555 


Pro 


Thr 


His 


Val 


Leu 


Gin 


Thr 


Gin 


He 















560 



<210> 12 
<211> 297 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc__f eature 

<223> Incyte ID No: 3735780CD1 

<400> 12 

Met Met Asp Ser Glu Ala His Glu 

1 5 
Ser Ser Lys Gin Asp lie Ser Pro 
20 

Met Lys His Tyr Leu Cys Gly Cys 
35 

Ala He Thr Phe Pro lie Gin Lys 
50 

Tyr Gly lie Lys Thr Arg Asp Ala 
65 

Gly Phe Arg Asn Leu Tyr Arg Gly 
80 

Lys Thr Thr Thr Leu Ala Leu Met 
95 

Ser Cys Leu Leu His Lys His Val 
110 



Lys Arg 
10 

His He 
25 

Cys Ala 
40 

Val Leu 
55 

He Leu 
' 70 
lie Leu 
85 

Phe Gly 
100 

Ser Ala 
115 



Pro Pro 
Thr Asn 
Ala Phe 
Phe Arg 
Gin Leu 
Pro Pro 
Leu Tyr 
Pro Glu 



He Leu Thr 
15 

Val Gly Glu 
30 

Asn Asn Val 
45 

Gin Gin Leu 
60 

Arg Arg Asp 
75 

Leu Met Gin 
90 

Glu Asp Leu 
105 

Phe Ala Thr 
120 
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Ser 




Val 


Ala 


A "1 -a 

125 


Va. 1 


Leu 


Ala 

Aia 


oiy inr 
130 


Thr 




A 1 ^ 
ril a 


lie 


rne 
135 


Thr 


Pro 


Leu, 




Ar g 
140 


Val 


fin 


1 fit 


145 


oin 


Asp 


nib 


Lys 


nis 
150 


alb 


Asp 


Lys 


IT lie 


Th-r 
I i IX 

i _j _j 


A CT"I 


1 ill 


Tyr 


ulll rMa 

160 


!r lit: 


lj y 0 


nl a 


ij U 


Lys 
1 □ j 




ni 5 


vaXy 


ne 


vsiy 
170 


V3 1 \Ji 


iyr 


Tyr 


Arg Gly 
175 


Leu 


val 




lie 


Leu 
180 


rile 


Arg 


Asn 


uiy 


Leu 
185 




Asn 


Val 


Leu Phe 
190 


Irl lc 


uiy 


Leu 


Arg 


\jjiy 
195 


n U 


i.lc 




m 11 

\J -L U 


Pic: 
nib 

200 


T 01 1 
l_itr U 


trJ. tj 


Thr 


Ala Thr 
205 


1 LIS. 


nib 


Coy 


nlct 


Pi c 
nib 

210 


LeU 


val 


Asn 


Asp 


rJ ltr 


lie 


Cys 


Gly Gly Leu 


Leu 


uiy 


Al pi 

rtl CL 


rjfcr L 


Leu 










215 








220 










225 


oiy 




Leu 


rlie 


irlie 

230 


Pro 


lie 


Asn 


Val Val 
235 


Lys 


1 nr 


Arg 


T 1 0 

lie 


(jin 
240 


Ser 


pi. 
Cjin 


Tl n 

lie 


uiy 


Cjiy 
245 


/-ii ,. 

blU 


rne 


Gin 


Ser Phe 
250 


Pro 


Lys 


vai 


rne 


Gin 
255 


Lys 


He 


Trp 


Leu 


Glu 
260 


Arg 


Asp 


Arg 


Lys Leu 
265 


He 


Asn 


Leu 


Phe 


Arg 
270 


Gly 


Ala 


His 


Leu 


Asn 
275 


Tyr 


His 


Arg 


Ser Leu 
280 


He 


Ser 


Trp 


Gly 


lie 
285 


He 


Asn 


Ala 


Thr 


Tyr 
290 


Glu 


Phe 


Leu 


Leu Lys 
295 


Val 


He 









<210> 13 
<211> 2174 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 161190CB1 

<400> 13 

ggatccacac agctcagaac 
ggacaaaagg accctgcctt 
tttctctaaa taccagctgg 
gaaaaaaaac gaacccttcc 
agtgacctgg ctgctggcac 
aaatacttcc gggagagagt 
gectggaaga gatcegtgae 
gaagctctga agaagcttag 
gatgagcagt ttagggaatg 
gagtccatag aaaagcttcg 
accatctcca atgtggtgtc 
ggtcttgttt tggcaccatt 
gggctgggag cagcgtctgc 
acatcatcag cagaagctga 
gtatttaagg aagttatgcg 
tacgaageca cacaaaccat 
gcccgactcc ctgtgaccac 
aegattgeag gcaccacccg 
tcaggcatct tccttgcact 
gagggggcaa agtccgcatc 
aatctaatgg agcxcactca 
cagaccagtg cagccagcag 
ttttattagg gggataaaga 
ggcatttctg tagctgagca 
gagaaggcag gaatgctgga 
aataggaaga agaaatttcc 
ggtgtgcagg aaccagcaat 
cgaagagtta gaacttttgg 
ccggttcgat gtccttccaa 
ttccagcatc cactctgtct 
tgatgatggc ggtggaggtg 
gtatatgtcc ectgettgaa 



agctggatct 
ggtgcgagag 
ctggggccca 
agtcaggtca 
catggactca 
cagcccagtg 
tgcggctgaa 
aacatatgea 
gtttttgaaa 
tgcccttgca 
cagctccact 
tacagcaggg 
tgtgactggg 
agecagcagg 
tgacatcaca 
tgggagtgaa 
ctggcgaatc 
ggcagtgagc 
ggatgtggtc 
tgecgaggag 
gatctatcag 
gggaggtgag 
gggcaaggta 
cagcagggga 
gectggaaca 
tttagactaa 
gagaaggeca 
atacagcaga 
gaatgaagtc 
tgtcctcctg 
gtggttgtag 
ccctgaaggc 



tgctcacact 
tgagggcaga 
ggagattaaa 
gtgactggag 
gaaaagaaac 
catctgeaaa 
ttgcccaggg 
gctattgagg 
gagtttcccc 
aatggtattg 
ggcgctgcct 
acgagtctgg 
atcaccacca 
ctgactgcaa 
cccaacttac 
atccgtgcca 
tcagctggaa 
agaggagece 
aaccttgtat 
ctgaggegge 
egtctgaate 
ccacacacag 
aagtttatgg 
ggggttaatg 
agggaagaga 
cgaatatatt 
ggaaaagaaa 
agaaacagcg 
tttccctggt 
gaagtgtatc 
tgtgacggat 
caggtaatga 



ctttcaagag 
gggagctgga 
aaacaccggg 
agctccaagg 
gctttactga 
tcctgctgac 
atgaggcaga 
acgaatatgt 
aagtcaagag 
aagaggtcca 
ctggcatcat 
cccttactgc 
gcatcgtgga 
ccagcattga 
tttcccttct 
tcaggcaagc 
geggaggeca 
ggatcctgag 
acgagtcaaa 
aggctcagga 
catgccatac 
gccacgacaa 
agctgagtgt 
cagatggcaa 
ggggactgga 
ggggggagga 
gagctgaaaa 
gctccactac 
gatggtcccc 
tcagtcagcc 
cccctttagg 
gccatggcca 



aagcttcctt 
gcaagtagaa 
ctagggttaa 
aaagtctctc 
agaggccacc 
taacaatgaa 
tgctctctac 
gcagcagaaa 
gaagatccag 
cagaggctgc 
gtcccttgct 
agctggggta 
gcactcatac 
ccgattgaag 
taataattat 
cagagecagg 
agcagagaga 
tgcgaccact 
geacttgeat 
gctggaggag 
ccactgaccc 
aacgeaggea 
tagtgacttt 
gtgcaccaag 
gagtgtgggg 
atagagggga 
tgeagaaage 
cgacctgccc 
tgccctgtct 
agtggcttct 
Ctatttaggg 
ttgtccccag 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
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ctgaggacca ggtgtctcta aaaacccaaa 
gaaaaacagt ctcattactc acatacagca 
agtttagaga ctgggggagg ccggacctct 
agtcctaata aactcaccta cccaccaaaa 
aaaaagggga gggc 



catcctggag agtatgcgag aacctaccaa 1980 
ggcaaagaga cagaaaatta actgaaaagc 2040 
agagccatcc tgctgagtgc cctgtgtgta 2100 
aaaaaaacga aaaactaaag aacaggagaa 2160 

2174 



<210> 14 

<211> 2620 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1292575CB1 



<400> 14 

agtgagctcg 

tccaagagaa 

gtagaagagc 

gaattctttg 

gcaaatcaga 

aaaactgggg 

gctcccatgt 

ctggagccgt 

cggatcacgg 

cccctggaga 

gagaggaccg 

gatttaggat 

cactcggaag 

ttctggggca 

cataatgaag 

aagctgtgga 

tgtgtgcttc 

cacattcaag 

ttgtggggca 

cacctgagaa 

gacgtgcctg 

atcaacaccc 

ctcaacgagc 

cctgacaccc 

ctggaggaga 

acgaggtggt 

ggggattact 

gcctggggcc 

ctcgtcacag 

gatcaaggat 

ctcttcataa 

tcacggcgcc 

tcagtcatag 

tgcagtggca 

ttgaagctaa 

aaacagaagt 

ttttaacaat 

aatagtattt 

gaagcatccc 

aagactgctt 

cctggctgtc 

gcgtgtaccc 

gtgacaagaa 

gtggtgtaat 



gccggcaacc 
agtttgtaaa 
acatgtcagg 
atgccgtcac 
aagtcacggg 
agaggccctc 
tcagcagaag 
ccaagatcac 
agtacatgga 
ggatgcagtc 
gcaaaccatt 
tcagatttat 
gtctcaacca 
aaagcgtgga 
cctacacctg 
tagagcagta 
actttaaacc 
acaaaaacaa 
tagatcctgt 
aggccaagct 
tggcccagga 
ggccccccaa 
tggagacagg 
gcggcatgga 
agcagagaga 
tctacccagg 
ttgagcggaa 
cgggaccgga 
cagaaaccaa 
gtaattctaa 
agcttcactt 
cttttatgtg 
catgtgtagc 
aaaggttctg 
tcctgcagag 
gaagagtttc 
cttcaataac 
tgctgaagag 
cgtgacaaac 
ccgcctcaga 
accgcacacc 
atagcactct 
tcacatccgg 
taaagttatt 



gagggacccg 
attccttaca 
ggcagtggag 
aggctttgat 
aatgattgac 
ncaagagaac 
cgacttcagc 
gatgccaatc 
gcacgcgtac 
tgtggctgct 
taatccactc 
atcggaacag 
tgacttcctg 
ggcggagccc 
gaccaacccc 
tgggacagtg 
gtgtggatta 
aaagaagctc 
ttcgtatgaa 
ggatgaagac 
gaccgtgcag 
ctctgcccag 
catggagaag 
gaatggcaac 
agcacggagg 
caataacccc 
tttctccgac 
ggctgacgag 
cttttctaac 
ttaactgttg 
gggatcatcg 
gcagaaatca 
taaaggaagt 
aaagcctttt 
agttttatag 
agagcatcag 
gtaaagatta 
caagatatgc 
cagagtgggc 
ggcgtcccgg 
gcgtccgtgt 
tgtgtttctg 
ttgtgtcctg 
taaccaaaaa 



cgtccagatc 
ctgtagatgt 
gctggctgct 
tctgataact 
ttagacacca 
ggaattcaga 
gtgtggacca 
gccttcaacg 
ctcatccaca 
tttgctgttt 
ttgggagaaa 
gtcagtcacc 
ttccatggct 
cgaggcacca 
acctgctgcg 
gagattttaa 
tttggaaaag 
tttatgatct 
tccttcaaga 
tccgggaagg 
gtcattcctg 
atgtataatt 
accctgccac 
atggatctgg 
gagcgggcca 
tacactggga 
tgcccagata 
gctggacttc 
gactgagttc 
attgccaaac 
tcttcattaa 
gctggggctt 
aatgggaagg 
aaactcgaac 
aggccaggga 
attgagtgaa 
cttttaaaat 
attaatcacc 
agaagcatcg 
ctgcgattcg 
ctccaggggg 
tttttcccag 
tgggagggtc 
aaaaaaaaaa 



ttcagtgtct 
ggatcagata 
gaaggatgaa 
cttctgggga 
gcaaaaataa 
aacacaggac 
tcctgaagaa 
agcctctgag 
gggcctcctg 
cggctgtggc 
cgtatgaatt 
acccccccat 
ccatctaccc 
tcaccctgga 
tccacaacgt 
accacagaac 
aacttcacaa 
atggcaaatg 
agcaggagag 
ctgacagcga 
gcagcaagct 
tcaccagttt 
ccacggactg 
ccagccagga 
aggaggaggc 
cccccgactg 
tctactgagg 
ctcgagtggc 
gcggagatag- 
atttcactct 
ggtttcaaca 
gtttagcttc 
ggttcatgtt 
cagtggggga 
ttgccttcta 
aagttgtcag 
atttaagtta 
ggttttatac 
agagcgtgac 
ctgccctgtt 
ttcctttctt 
tatgcatgtt 
agaggcagaa 



attggatttt 
cgacgattca 
cggagaggaa 
attttcagag 
taggattggg 
atcgctgccg 
gtgtgttggc 
cttcttgcag 
ccagccccag 
ttcccagtgg 
aatcagggaa 
cagtgcgttc 
caagctcaag 
gctgctcaaa 
catcatcggg 
tggacataag 
ggtggaagga 
gacggaatgt 
gagaggtgac 
cgtggctgac 
gctctggagg 
cactgtgagc 
ccgcctgcgc 
gaaggagcgg 
agagtggcag 
gttgtatgca 
gcctggaggg 
cactgtgagc 
catcatccct 
gctgtgccgt 
gggaaattct 
cagcacactc 
ctctttataa 
aagatggatc 
aattatgata 
attctgtatt 
aaactacttg 
tgtccaaaat 
aggaaatccc 
gtcagtgagg 
ctcacacgtc 
taaaatagaa 
tctacttaca 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2620 



<210> 15 

<211> 2426 • 

<212> DNA 

<213> Homo sapiens 



WO 00/49043 PCT/US00/04160 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2454393CB1 



<400> 15 

gaaacactag 

agacaagatg 

gtggcggagc 

acggaagctg 

ccgaaccatg 

agggtaccgg 

tccacccaaa 

gctgtcacgg 

cgtctacagc 

cctgcaccac 

gcctgtctgt 

gcaggtgaag 

cctgggcccg 

cttcaagaac 

ggcccctggg 

ccacttccca 

cttctgccat 

gacagctgtg 

cacaaacagc 

caatagagag 

caccatcgtg 

gaaaatccgc 

ctaagggatc 

ccaggtaagg 

ggctaccacc 

aacctatccc 

atttggatct 

gttggtctcg 

gttggcccct 

ggcacagact 

tccgttccca 

gaacgcatca 

atacagacct 

caggcaagac 

ggtagtaggc 

gaaatatggg 

gtggatagtt 

gagcccccag 

tctcctgcag 

tatgaaaagt 

aaaaaatcaa 



acatgatacg 
gcgacgtccg 
agcctccatc 
ccttttagag 
ttcctgctgc 
cagtatgaga 
cttgctggtc 
gcctggggtc 
ctgtacatct 
taccgcaacc 
ggcctgcaca 
aactgtgagg 
cgtatgtgca 
cagctggtca 
gactaccact 
ggctccctga 
aacgagcggg 
ggggccacca 
ccaaggcaca 
ggcgtcccca 
cccatcttcg 
tttggggaag 
ttttccaaac 
gcctgcctca 
tgttccagag 
gttccttctg 
ttttaaacac 
gttgtcgttt 
tttgtttttt 
gtggatgcct 
cattcacctc 
ccctggactc 
ttgcaggacc 
caatcaatca 
ccagctgggg 
aaagttgctg 
ggtcagtgcc 
tggcggggac 
gagagacatc 
gggagacttc 
acttaaaaaa 



aattcgagct 
tggggcaccg 
cctgtgagat 
cctttcgcac 
gtcccctgcc 
agtacaggga 
actgggaggt 
gcctcaatca 
ggacgtttgg 
tcagcgagtt 
gcgtgattag 
tggagcaggt 
cagaggacct 
cccgggaagg 
gcttccactc 
tgtcagtgaa 
tggtcctgac 
acgtgggctc 
gcaagggctc 
tgcgtaaggg 
aggcccccaa 
ccctgggctc 
agagtgaggg 
gcgtggttgg 
gtgcagacaa 
cctacaaata 
tgtatagacg 
tttcttgctg 
ggccttaacg 
ctcccccagc 
atcctgctct 
tgctagtgtc 
tgatgagtga 
ctgaacctgc 
aaatgggaga 
ctattgattc 
tggaaaacct 
agggccagat 
attgaatttt 
tgaacagtaa 
aaaaaa 



cgtacccttc 
atgtctggga 
cactgccctg 
agatgccaga 
cattctgttg 
gcgagagctg 
ggctttgtac 
ggtggagctg 
ggtgaacatg 
cttccggcgc 
cccatcggat 
aaagggggtc 
gcccttccca 
gaatgagctc 
ccccaccgac 
ccctggcatg 
gggggactgg 
cattcgcatc 
ctacaatgac 
cgagcacctg 
ggacttcaac 
gctctagagt 
tcttttcaag 
gagtctgacc 
gaggtggcga 
aaaagtgcag 
gaagagcctg 
ctcctccccc 
ctcctgctgc 
agagccacac 
ttagaaaaag 
ttctgaggac 
cccttctgga 
ctcatggcac 
gttcctgtcc 
agggtctgtc 
gtcccagttt 
ttcatgttga 
ttcaactgta 
ttcatttaat 



gaggcacgct 
ttactgcacg 
agccaatccc 
aaaatccaca 
gtgacaggcg 
gagaagctgg 
aagtcagtgc 
ccacactggc 
aaagaggccg 
aagctgaagc 
ggaaggatcc 
acctaccccc 
ccagccgcgt 
tatcactgtg 
tggactgtgt 
gctcgctgga 
aaacatggct 
tactttgacc 
ttcagcttcg 
ggcgagttca 
tcccagctga 
ctctttcctg 
agggaggccc 
aggtaggact 
gagcccccat 
gctggaatga 
cattcctgac 
catcacctga 
acagggtgag 
agccttcgcg 
cagtctttgt 
actgatgaca 
gctggccagg 
cagagtgaac 
ccctccacat 
ttggaggcag 
atcaggaacg 
ccctggggac 
tcagtagcac 
tgcaaagcat 



gagaaggagc 
gggtcgcgcc 
tacagccctt 
ctgcccctgc 
gcgggtatgc 
gattggagat 
caacgcgctt 
tgcgcaggcc 
ctgtggagga 
cgcaggcccg 
tcaactttgg 
tggagtcgtt 
cgtgtgactc 
tcatctacct 
cccaccggcg 
tcaaagagct 
tcttctcact 
gggacctgca 
tgacgcacac 
acctgggctc 
aaacaggaca 
attatggctg 
atgaggccat 
tgaatgattc 
catgcccctc 
tctcagtcac 
cgaaccttca 
gctgttttct 
gtacctcctt 
acaactgctt 
gcttgtggct 
ctgattaatg 
tcctctgcag 
agggcaggca 
atccctacat 
aggacccttg 
caggcctggg 
gctgtgaatt 
agtatttttg 
tttgaaataa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2426 



<210> 16 

<211> 3705 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2766980CB1 



<400> 16 

ggccgcagga 

gggacctgtg 

agtgtctgta 

attgagggta 

ggaaatattc 

taacaccgaa 

gtgggagaac 

tgagattagg 

agccaaagct 

agccctcgtt 



gcagtaggtg 
acagggctgg 
gacaagatgg 
acagccaaag 
tccaagtacc 
aatctctccc 
ccagggctgg 
cacagagcag 
gaccaagaag 
cagggtcgat 



ttagcagctt 
tagcagcgca 
aatcatctcc 
aactttctct 
agaaagcagc 
agcactttag 
gagcagagtc 
accatcctcc 
aacaaatcca 
atccccacat 



ggtcgcgaca 
gaggaaaggc 
atttaataga 
tgtcaacaag 
tgaagaaaca 
aaaggggacc 
tcacacagac 
tgctgaagtg 
ccccagatct 
caaggacggt 



ggtgcgctag 
ggcttttagc 
cggcaatgga 
aacaagtcat 
aacatggaga 
ctgactgtgt 
tctctacgga 
acaagccacg 
agactcaggt 
gaggatctta 



gtagagcgcc 
caggtatttc 
cctcactatc 
cggctattgt 
agaagagaag 
taaagaagaa 
acagcagcac 
ctgcttctgg 
cacctcctga 
aagaccactc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 



Q989 O 5 sOSOBO 2 

WO 00/49043 PCT/US00/04160 

aacagaaagt aaaaaaatgg aaaattgtct aggagaatcc aggcatgaag tagaaaaatc 660 
agaaatcagt gaaaacacag atgcttcggg caaaatagag aaatataatg ttccgctgaa 720 
caggcttaag atgatgtzttg agaaaggtga accaacccaa actaagattc tccgggccca 780 
aagccgaagt gcaagtggaa ggaagatctc tgaaaacagc tattctctag atgacctgga 840 
aataggccca ggtcagttgt catcttctac atttgactcg gagaaaaatg agagtagacg 900 
aaatctggaa cttccacgcc tctcagaaac ctctataaag gatcgaatgg ccaagtacca 9 60 
ggcagctgtg tccaaacaaa gcagctcaac caactataca aacgagctga aagccagtgg 102 0 
tggcgaaatc aaaattcata aaatggagca aaaggagaat gtgcccccag gtcctgaggt 1080 
ctgcatcacc catcaggaag gggaaaagat ttctgcaaat gagaatagcc tggcagtccg 1140 
ttccacccct gccgaagatg actcccgtga ctcccaggtt aagagtgagg ttcaacagcc 1200 
tgtccacccc aagccactaa gtccagattc cagagcctcc agtctttctg aaagttctcc 1260 
tcccaaagca atgaagaagt ttcaggcacc tgcaagagag acctgcgtgg aatgtcagaa 1320 
gacagtctat ccaacggagc gtctcttggc caaccagcag gtgtttcaca tcagctgctt 1380 
ccgttgctcc tattgcaaca acaaactcag tctaggaaca tatgcatctt tacatggaag 1440 
aatctattgt aagcctcact tcaatcaact ctttaaatct aagggcaact atgatgaagg 1500 
ctttgggcac agaccacaca aggatctatg ggcaagcaaa aatgaaaacg aagagatttt 1560 
ggagagacca gcccagcttg caaatgcaag ggagacccct cacagcccag gggtagaaga 1620 
tgcccctatt gctaaggtgg gtgtcctggc tgcaagtatg gaagccaagg cctcctctca 1680 
gcaggagaag gaagacaagc cagctgaaac caagaagctg aggatcgcct ggccaccccc 1740 
cactgaactt ggaagttcag gaagtgcctt ggaggaaggg atcaaaatgt caaagcccaa 1800 
atggcctcct gaagacgaaa tcagcaagcc cgaagttzcct gaggatgtcg atctagatct 1860 
gaagaagcta agacgatctt cttcactgaa ggaaagaagc cgcccattca ctgtagcagc 1920 
ttcatttcaa agcacctctg tcaagagccc aaaaactgtg tccccaccta tcaggaaagg 1980 
ctggagcatg tcagagcaga gtgaagagtc tgtgggtgga agagttgcag aaaggaaaca 2040 
agtggaaaat gccaaggctt ctaagaagaa tgggaatgtg ggaaaaacaa cctggcaaaa 2100 
caaagaatcc aaaggagaga cagggaagag aagtaaggaa ggtcatagtt tggagatgga 2160 
gaatgagaat cttgtagaaa atggtgcaga ctccgatgaa gatgataaca gcttcctcaa 2220 
acaacaatct ccacaagaac ccaagtctct gaattggtcg agttttgtag acaacacctt 2280 
tgctgaagaa ttcactactc agaatcagaa atcccaggat gtggaactct gggagggaga 2340 
agtggtcaaa gagctctctg tggaagaaca gataaagaga aatcggtatt atgatgagga 2400 
tgaggatgaa gagtgacaaa ttgcaatgat gctgggcctt aaattcatgt tagtgttagc 2460 
gagccactgc cctttgtcaa aatgtgatgc acacaagcag gtatcccagc atgaaatgta 2520 
atttacttgg aagtaacttt ggaaaagaat tccttcttaa aatcaaaaac aaaacaaaaa 2 580 
aacacaaaaa acacattcta aatactagag ataactttac ttaaattctt cattttagca 2640 
gtgatgatat gcataagtgc tgtaaggctt gtaactgggg aaatattcca cctgataata 2700 
gcccagattc tactgtattc ccaaaaggca atattaaggt agatagatga ttagtagtat 2760 
attgttacac actattttgg aattagagaa catacagaag gaatttaggg gcttaaacat 2 820 
tacgactgaa tgcactttag tataaagggc acagtttgta tatttttaaa tgaataccaa 2 880 
tttaattttt tagtatttac ctgttaagag attatttagt ctttaaattt tttaggttaa 2 940 
ttttcttgct gtgatatata tgaggaattt actactttat gtcctgctct ctaaactaca 3000 
tcctgaactc gacgtcctga ggtataatac aacagagcac tttttgaggc aattgaaaaa 3 060 
ccaacctaca ctcttcggtg cttagagaga tctgctgtct cccaaataag cttttgtatc 3120 
tgccagtgaa tttactgtac tccaaatgat tgctttcttt tctggtgata tctgtgcttc 3180 
tcataattac tgaaagctgc aatattttag taataccttc gggatcactg tcccccatct 3240 
tccgtgttag agcaaagtga agagtttaaa ggaggaagaa gaaagaactg tcttacacca 3 300 
cttgagctca gacctctaaa ccctgtattt cccttatgat gccccctttt tgagacacta 3360 
atttttaaat acttaccagc tctgaaatat attgattttt atcacagtat tctcagggtg 3420 
aaattaaacc aactataggc ctttttcttg ggatgatttt ctagtcttaa ggtttgggga 3480 
cattataaac ttgagtacat ttgttgtaca cagttgatat tccaaattgt atggatggga 3 540 
gggagaggtg tcttaagctg taggcttttc tttgtactgc atttatagag atttagcttt 3 600 
aatatttttt agagatgtaa aacattctgc tttcttagtc ttacctagtc tgaaacattt 3660 
ttattcaaca aagattttaa ttaaaatttg aaaaaaaaaa aaaaa 3705 

<210> 17 
<211> 1273 
<212> DNA 
<213> Homo sapiens 

<n> 
<220> 

<221> unsure 
<222> 1237 

<223> a or g or c or t, unknown, or other 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2768356CB1 



WO 00/49043 



n o « q n tuts n n & f t » 

PCT/USOO/04160 



<400> 17 

gccaccatcc 

atgtgagatg 

cccatgtgac 

tccataacat 

acctgcatga 

ctaatgccca 

tgtttgggaa 

ggagagcaaa 

tggaattaaa 

ttaggccaga 

agaggattga 

accagcctcg 

tggaacttag 

gtaaagaaga 

acctgtgttt 

gtaactcttt 

gattgtttat 

aaaatgaaag 

caaaggttag 

tatcaacctc 

aagctaccaa 

gctcatacag 



gcctatctct 
gaaaaacaaa 
tctgccagtt 
cttaagcggg 
tgattcctgc 
tgagattgaa 
atggcatgaa 
tcctatgccg 
tgaaatggat 
ccagaggttt 
acaactgcag 
gtttttcagg 
aaaagatctt 
aagataacat 
atatatttaa 
aagtctatat 
atgaatgtag 
attgaatgtt 
ggaagattcc 
tcccaggtgc 
gtttaatttg 
aca 



gcgtgtcatg 
ttctggggca 
tttggggatc 
cagaggtgga 
tactgcaaag 
ggcacagtgt 
agcatctact 
aaaggctacg 
ccatcatcaa 
ctagaggaag 
agagaaaggc 
aaatccgacg 
ggtttttcca 
tagtgtattt 
aagatactct 
tttcctcagt 
aacaccttga 
catgtgtggg 
aattaaattt 
attaagaaat 
gtagctgaaa 



ctgagtccag 
aatccatgga 
attttgagtg 
ttgagcacta 
tgaattttat 
ttgacaggag 
gtggcggcgg 
agcaatacta 
agtctttatt 
ggaacttaga 
ggcgggtctt 
atgactcttg 
aactggacca 
ctcctgtgct 
aggatgatca 
gcgtttcttt 
catttctttt 
ttaaaaaaag 
atgccttata 
aagaattccc 
tatcttnttg 



aaattttgtt 
aattgttcca 
gaacaaagtg 
tggagagatt 
aaaggcaaaa 
tggaaaagcg 
ctcctcttct 
tagcttcaca 
gccacctact 
agaagctgaa 
agaagaaaat 
ggtgagcaac 
tcctgtctta 
tgccttctga 
cttgtgctta 
acaatttcaa 
tatatataaa 
aagctttaac 
aaattatgtt 
agggttactc 
cctcagacag 



ttctggcaag 
attggcacaa 
acctcttgca 
gtcatcaaga 
tactggagca 
gttcatcggc 
gcctgtgtat 
cagtttgcgc 
gacactcgat 
atacaaaagc 
catgtggagc 
ggcacctatt 
tggtgaaaaa 
agtggcacaa 
gcttagcatt 
atgttaccct 
ctatttaata 
actaattttc 
gtagaaaaaa 
acccatgcgt 
ctcttgaact 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1273 



<210> 18 
<211> 1733 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc„f eature 

<223> Incyte ID No: 5324145CB1 



<400> 18 

gccaacattc 

ggaatcgaat 

aatctcaatg 

acggtcctgg 

cccaaatttg 

agagacatcg 

tctcggacct 

gcctgtaaaa 

gtggacaacc 

aagttacggg 

tcgatccagc 

gttccatgta 

gcaagccaag 

ccagacaaag 

ctgtctgtct 

actgtttttg 

gcgatggcgg 

acccaggcgg 

aagaaggaga 

aaccagtttc 

cagcacaacc 

aaacctttgg 

tctctggaca 

tccaaacacc 

atttctgcac 

acaatattcc 

ccaggggaac 

ctaatgaggc 

aagttaattt 



taggattctg 
tttaccaggt 
tgaattggta 
agaatgtcct 
agattgaatt 
caatggctac 
ccaacagcac 
agatgcacat 
tggtagtcgc 
gagagtttga 
cctatcagat 
aactctattc 
gttacctctg 
gaagactcat 
gttcacagat 
ataaactcaa 
tggaagcagg 
tgctggacca 
tgcctcataa 
agattgcagt 
tcttttatat 
cttgtctgct 
tgctgaagcg 
aagtgttagc 
gaaaattttt 
gcttttttga 
actgtgaaga 
ctacaacatt 
attgcattaa 



ctggactagt 
attaccagag 
catgtactgc 
gcagcctttt 
accagctgcg 
catatacggg 
aggagcggag 
attgaagtca 
gcatcatcag 
cggctccgtt 
ccccatcaca 
ttcatcttgg 
gaacctccaa 
ggactttctc 
gttaagtgag 
ccatgagtat 
gcagagccga 
gtcagatgtg 
atttgtgata 
acagcattac 
gctgcatcag 
gttatcccta 
actttcaaca 
tgccttaagg 
agatgctgca 
acagcgaaac 
acatgttgct 
ctgaaatcac 
taaagctctt 



tcaactgaaa 
aaacggagtc 
cccgagagcg 
cactttaggg 
cctaagncaa 
cagctgtatg 
gtggtcctct 
aataggacgg 
gacacagaga 
accttccacc 
ggtcctgctg 
attgtctttc 
gtgaaacttg 
ctccagagaa 
tcagacagag 
aaaaagtacc 
agcagcccgc 
tacacccatg 
gccgtgctga 
ctacatgaac 
ttcctgcagt 
gagagtttct 
gcaaatgatg 
tttatccggg 
aagcagactg 
cagcgtttgc 
tttttcaaac 
ttgctgtttt 
taaactataa 



ttgtcttcat 
tgaaactctt 
ccgtgatctt 
ctggcactat 
ctaaacccag 
ttctcttctt 
atcatctacc 
gaaagtttgc 
catcggtaat 
accccgtgct 
ccgtgaccag 
aacctgacat 
agcccatagt 
aggaatgcaa 
catcgctgcc 
tggatgccga 
tcctcaagag 
tcctgtcagc 
tggaatacat 
ttgttatcaa 
accacgtcct 
atcctcctgc 
aaatagtaga 
gcactggtgg 
aagacaacat 
gagggagccc 
agatttttgg 
tttatataaa 
aaaaaaaaaa 



aacagatcaa 
gaagagccac 
gctgtctacc 
gtcgaagctg 
cctttccgaa 
gaggcatcat 
acgagaaggt 
cctgaacgtg 
attcgatatc 
tcctgctcga 
ccagtctcct 
cattatcagc 
aaatctccta 
gatggtcatc 
cgtgatagcc 
gcagagttat 
gccggtgcgg 
ctttgtggaa 
tcgttctctt 
aacccttgtc 
cagcgactcc 
tcatcagcta 
agttctcctt 
ccatgacaac 
gcttttctat 
caatttcaca 
agaccaagct 
aatgtgtaca 
aaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1733 



<210> 19 
<211> 1370 



O Q & ° m ^ - O ^ (Hi « ^ ^ 
WO 00/49043 PCT/US00/04160 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1004646CB1 



<400> 19 

gcacagcctc gcaatgagct gccacaactg ctccgacccc caggtccttt gcagctccgg 60 

gcagctgttc ctgcagcccc tctgggacca cctgaggagc tgggaggccc tcctacagtc 120 

gcccttcttc ccggtcatct tctccatcac cacatacgtg ggcttttgcc tgcccttcgt 180 

ggtcctggat atcctgtgct cctgggtgcc cgccctgcgg cgctacaaga tccaccctga 240 

cttctcgcca tccgcgcagc agctgccacc ttgcctgggg cagaccctct accagcatgt 300 

gatgtttgtg ttccccgtga cgctgctgca ttgggcccgc agcccggccc tcctgcccca 360 

cgaagctccc gagctgctcc tgctgctgca ccacatcctg ttctgcctgc tactcttcga 420 

catggagttc ttcgtgtggc acctgctgca ccacaaggtg ccctggctgt accgcacctt 480 

ccacaaggtg caccaccaga actcgtcctc gttcgcgctg gcaacgcagt atatgagcgt 540 

ctgggaactg ttttctttgg gcttcttcga catgatgaac gccacactgc tcgggtgcca 600 

cccgctcacc accctgacct tccacgtggt caacatctgg ctttccgtgg aggaccactc 660 

cggctacaac ttcccttggt ccactcacag actggtgccc ttcgggtggt acgggggtgt 720 

ggtgcaccac gacctgcatc actctcactt taactgcaac ttcgctccgt actttacaca 780 

ctgggacaaa atactgggaa cgctgcggac tgcatctgtc ccagcgcggt gatgtggctg 840 

cggtgggtgc ccctaagacc cgggactgct gtgcctttca cacttgaatg aagagaaaca 900 

cctgagctat atattttttt aaagcaacta acttattgct ttatgtttat ctatgaaaac 960 

catagataaa anctgatgca tttttgtaat ctgacaaagt aatttacata ctgtttgtgt 1020 

atcaatacaa ttttgtgttc ttggtattcx tagtctagct caccccaata gccttgaatc 1080 

ctgcatatga attagacatt catcactggc atatttagaa tatctctaaa aggacttgtt 1140 

tgtagaataa ggaattttct atgtttcaaa gtgttctaaa acctggctaa aagaatgtat 1200 

ttttgtggat ggtgttgact tctgactcta aaagcaatca aacatgtttc tgctggacag 1260 

tgaccaagaa ttatagtacc ttcttatatt tttttataga accgtatatt tattttgaaa 1320 
gaaatgttat tcgtgcttta aaaaggaaaa aaaaccatga atcaaataaa 1370 



<210> 20 

<211> 1264 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No; 1802851CB1 



<400> 20 

ctcgcgtgcg 

tggggacagc 

gggcctggcg 

gctttccacc 

caagttccag 

cttggactgc 

agggcaatgc 

tgggggaact 

ccgttgcacg 

ctgtcccgac 

tgccacaacc 

aaccatgggg 

ctctgccgga 

gctcagtgca 

gcgcctccgc 

gaagacctcg 

gccggacagg 

ctgagctctt 

attgagggtc 

cagccagaac 

aagacactcc 

aaaa 



gtgcgcaggg 
atgagcggcg 
ctgctgctgc 
ccgacctctg 
tgccgcacca 
agcgatggca 
ccaccgcccc 
gacaagaaac 
ctgagcgatg 
tccagcgacg 
atggggcccc 
ccccctgtga 
gaccagtctg 
agcctggtca 
ccactggggt 
ctgccctgag 
aggagagcag 
ctggccacgt 
cctggacact 
tgaggggctg 
tgctgccccg 



ataagagagc 
gttggatggc 
tgctcggcct 
cccaggccgc 
gtggcttatg 
gcgatgagga 
ctggcctccc 
tgcgcaactg 
actgcattcc 
agctcggctg 
ctgtgaccct 
ccctggagag 
gaagcccaac 
ccgccaccct 
tactggtggc 
gacaagcact 
tgatgcggat 
ggaacctcga 
ccctatggag 
gccccaggca 
tctgagggtg 



ggtctggaca 
gcaggttgga 
cggactaggc 
aggccccagc 
cgtgcccctc 
ggagtgcagg 
ctgcccctgc 
cagccgcctg 
actcacgtgg 
tggaaccaat 
ggagagtgtc 
tgtcccctct 
tgcctatggg 
cctccttttg 
catgaaggag 
tgccaccacc 
gggtacccgg 
acccgagctc 
atccggggag 
gctcccaggg 
gcgattaaag 



gcgcgtggcc 
gcgtggcgaa 
ctggaggccg 
tcaggctcgt 
acctggcgct 
attgagccat 
accggcgcca 
gcctgcctag 
cgctgcgacg 
gagatcctcc 
acctctctca 
gtcgggaatg 
gttattgcag 
tcccggctcc 
tccctgctgc 
gtcactcagc 
gcacaccagc 
ctgcagaagt 
ctaggatggg 
ggtagaacgg 
ttgcttcaca 



ggcgccgctg 
caggggctct 
ccgcgagccc 
gcccacccac 
gcgacaggga 
gtacccagaa 
gtgactgctc 
caggcgagct 
gccacccaga 
cggaagggga 
ggaatgccac 
ccacatcctc 
ctgctgcggt 
gagcccagga 
tgtcagaaca 
cctgggcgta 
cctcagagac 
ggccctggag 
gaacctgcca 
ccctgtgctt 
tcctcaaaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1264 



<210> 21 



WO 00/49043 
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<211> 2566 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2764333CB1 



<400> 21 

cccacgcgtc 

gtagattgga 

gaaaacacag 

tcaagaaaca 

ggagcatcct 

ttaatgagcc 

tccacaaggc 

ctgtatctgc 

gagagactta 

gccatcaccc 

atggctctat 

gaaccatcac 

gctgtgtgca 

ttataaacca 

gtaaggaatt 

ccctctatgg 

acaaaaaaaa 

ctgaggagtt 

gcgttcttct 

ctagttttgc 

cagactgcag 

gtgaagaaaa 

cagaagagga 

aggactggat 

attaaaatgc 

ttttaaattt 

catgagataa 

gtcttaggaa 

tagaggtaag 

tgaaggttta 

agttattttg 

atttagaact 

aaagacttca 

atcttccaag 

tctaaagaat 

gttttctgca 

aaaatctagc 

gacaaacctt 

cactcatgta 

acctgtgtac 

gggcacattc 

ctcccagggg 

gtgttataat 



cgacgagttc 
agcagtgaca 
aacgtccgaa 
cagaacaagt 
cagaaaatgt 
tctgagcttc 
cagttcactc 
tgctgcttct 
tgaattagtg 
accaatcagt 
ctatcccaaa 
cttggagctc 
taatatcatt 
caagactggg 
acacaaagtt 
gaagtggact 
tgataagaaa 
ggatgaaatg 
atggcgaata 
aacggttttg 
gttacggcct 
aaaacgactt 
ctggaagacg 
ttactctggc 
atacaagtca 
ttttcccttg 
ctgcatttca 
aaatgcataa 
agaacactgc 
tacctaaatg 
aatattttta 
ctcctcctat 
ttgataagat 
aagaaaaaaa 
taaaccggaa 
gtcagtatca 
aattcacaaa 
gttaaatgct 
agtatcaaac 
ttaaaatatg 
atcttaaatc 
cctaggtagc 
gaaataatct 



tatgatgcgc 
gcacgctcct 
gaaaaagact 
ttgccttctc 
attggaatgg 
ctacagcgcc 
tctgatcctg 
cagtgggaac 
cgagatgacc 
gcatttcatg 
ctgaaattct 
cttgaacaca 
gtgggtaaac 
gacaaatgtg 
gaaggctaca 
gaatgtttat 
aatacagaag 
ccagtgccgg 
gccccacggc 
aatgaagtag 
gacatcagag 
gaggaaaaac 
aggtggttcc 
agctactggg 
gggtgtttgg 
gtttctactt 
cccaacaaaa 
ttttgctata 
tggggaatat 
taactttagc 
tgctgtcatg 
acaatgttta 
ggcttttatt 
atgcctgaat 
aagtatttca 
ttaaaatggt 
aatgccctag 
tccacttcca 
tatataaaag 
tgtggagacc 
ttatagtatt 
tgccagtccg 
acctgatgct 



tgtcagattc 
ttgaagagga 
gtggtggcgg 
ctatgttttc 
aactatccaa 
taactgaata 
tggaaaggat 
ggactggaaa 
ttggatttag 
ctgaaggatt 
gggggaagag 
atgaggcata 
tgtggatcga 
tgttgaattt 
ttcaagataa 
acagtgttga 
agaagaagaa 
attctgaaag 
ctccaaattc 
acaaagacat 
ccatggaaaa 
aaagagcagc 
atcaaggtcc 
acagaaatta 
ctaatctaca 
atcttttaaa 
gcagggtata 
aaatgtactt 
gctttttatg 
tttatggaac 
cttgaatgtt 
ttctcagata 
catactaatc 
attcagaata 
tttacttagt 
taagtttaca 
aaatatagat 
gtggcaaatg 
gaggccttgt 
tactgtacag 
tatccaccca 
tgattttaat 
aaataaaggc 



cgagtccgaa 
aggagagcat 
agatgctctc 
cagaaatgac 
gatcacgatg 
catggagcat 
gcagtgtgta 
acctttcaac 
actcatctcc 
aaacaatgac 
tgtagaagca 
tacatggaca 
acagtatggc 
taagccatgt 
aagcaaaaag 
ccctgccacg 
cagcaaacag 
tgtattcatt 
tgcccagatg 
ggagagtgtg 
tggagagata 
ccgcaaaaac 
taatccctac 
cttcaatttg 
aataagtctt 
aaaaaaaatg 
aggcgatatt 
atttggaata 
gttgctgttg 
tatatagtaa 
ttagatgtaa 
cagaggttat 
ctcccaatgt 
gatatttctg 
gctctgaatt 
tttgaactga 
tttaatcacc 
ccactaggga 
gcatttcaag 
tagttttgcc 
aaccccagac 
tgctgtcttg 
tttaga 



aggtccctga 
ttgggcagta 
tccaatggca 
ttcagtatct 
ccagttatat 
acttacctca 
gctgcgtttg 
ccactgctgg 
gaacaggtca 
ttcatctttc 
gaacccaaag 
aatcccacct 
aatgtggaaa 
ggcctttttg 
aagctctgtg 
tttgacgctt 
atgagcacct 
atccctggaa 
tataatttta 
attcccaaga 
gatcaagcta 
aggtccaagt 
aatggagcac 
cctgacattt 
aaacctatgt 
aaaaaacact 
ggtgatgaaa 
ctattttata 
ccatatttac 
tcccaaatca 
cctttgacat 
gtcattttat 
taccccttcc 
atttgaaaat 
tacttttaca 
aaatatgtat 
attacataat 
aagtaagttg 
tttgcaaagt 
cctttaattg 
tgagatactg 
aagttaacaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2566 



<210> 22 

<211> 1848 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> mi sc_ feature 

<223> Incyte ID No: 2798021CB1 

<400> 22 

aaccagctga aaagcatgcg ccaagctgca gcagatgcaa agcctgaaag tttaatgaag 60 

aggctagagg aggagataaa atttaattta tatatggtaa ctgaaaaatt tcctaaagaa 120 

ttagaaaata agaaaaagga attacatttt ttacaaaaag tagtttcaga gccagctatg 180 

ggccattctg atcttcttga acttgaatct aaaataaatg aaataaacac agaaattaac 240 
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# 



cagttgattg 
aggcaacagg 
gccaaggaga 
gaatttgatg 
cgaagcaaga 
ttcggtcttt 
caactgcaaa 
ctagaaagag 
gatatgtctg 
gcctcagtta 
tgtgatgaaa 
aaattagaac 
cattatacaa 
atgaaggcat 
accaaaaata 
atacgagaaa 
ttaatggaat 
gtaattcagg 
gttttacttg 
gatttgtata 
atgttaaggt 
ccatagttta 
atctgtaaat 
acccagtggc 
gaactaatat 
tacttcagtt 
cttttctgtt 



aaaagaaaat 
catctatcat 
agttagccag 
gtactgaagt 
gtacagtttt 
tgcagaggac 
ctatggagga 
tatctgcact 
aaatggtgaa 
taaaagagct 
agaaatccca 
aggaagttag 
attgtatgat 
atatctcttc 
ctgctgaaca 
gtcatggtcc 
gtaagaaaca 
agggtgggga 
ataccactag 
gcattttgtt 
agatttagtt 
gacatcactg 
gtaaacatat 
ttactgtttt 
ctcttgttct 
tatttttctt 
tgtatcattt 



gatgagaaat 
ttcccgtaaa 
cctagagaga 
tttaaaggga 
caaaaagaag 
tgaagaactt 
gaaaaagggt 
gaagagtgaa 
aaaactgtat 
acgacagttg 
gtatgatagc 
aagactccgt 
taagaaccta 
tgatcaacaa 
agaaaacctt 
aaatatgaaa 
gtgctttctg 
ggaccggcta 
ctataagcct 
ttcagaagag 
tgaatgtttt 
gcgtcttctg 
gtccattaag 
tcttaatctc 
gaagaaacat 
ctgtaaaatg 
aaaggcatat 



gagcccattg 
aaagaagcca 
gaagcatcag 
gatgagttca 
catcagataa 
cttaagcaac 
atatctggat 
gctgatgaaa 
tcattggtat 
cgtcaaaaat 
tgtgcagcag 
gaagaatgtc 
gaagttcaac 
gaaaaaagaa 
ggaaagaaac 
caagcaaaaa 
aaacaacaaa 
atactgtgaa 
aacctcataa 
ccattcttta 
ttcatatgaa 
agctttatga 
aaacatgtag 
ttttaaaaaa 
ttatctgacg 
caagaaaatt 
aaacttgtcg 



aaggcaaact 
aagctgagga 
taaagagaaa 
aacgatatgt 
tagctgaact 
gtcatgaaaa 
atagttacac 
tgaaaggacg 
ctgaaaagaa 
atcaagaact 
gcctcgaaag 
ttcaagaaga 
ttcgtcgcgc 
aggcaattag 
ttcgggaaaa 
tgtggcgtga 
gccaaacttc 
ttcttgtgtc 
tgtatttctt 
ttaagttttc 
aaagaggctt 
gacaggaaac 
ttttttttta 
actttagaag 
ttcagcagct 
taatattttg 
agtattaa 



ctcactgcat 
acttcaggag 
tcagacccgt 
caataaactt 
taaagctgaa 
tattcaacaa 
ccaagaagag 
aacattggat 
gtcagctctt 
gacccaggag 
caatcggtcc 
aagtagatac 
tactgatgag 
ggaacagtat 
acaaaaagtt 
tttggaacaa 
cattggtcag 
atcgtttggg 
ttttgaaact 
atagaaaata 
ttattctttt 
taagtttact 
gaatgtaata 
aatcttctag 
cctacagttt 
actaacatgt 



300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1848 



<210> 23 
<211> 2518 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3335404CB1 



<400> 23 

cgcagagccg 

ctccatcagg 

ggagtgtgtc 

cgcgcgccac 

gctctgcgcg 

ccttcttctg 

gcccgagctg 

ccgctacaac 

cacgcgggtg 

atctgatcca 

tggaagaact 

ggactacttt 

gagccccaac 

cgttggttca 

tggtacaatc 

attttgtgcg 

attttatcga 

aaacactcta 

agactatgac 

tttcattgga 

cgtatatgag 

aacagcaact 

gggagggacg 

tgctcagccc 

actaaaagca 

aggatttggt 

gaatcctcaa 

tctgaaatct 

aagatatgct 



gcgagggctt 
ctgcttgctg 
ccccgcccgg 
ttgcccggca 
gaggtccgcc 
cctccaccct 
tggttgtggg 
agcactgcgg 
gaggtgtccg 
atttgtgtct 
gaagtaattg 
tttgaagaaa 
ttatccaaac 
cagggaagtc 
atacttacag 
aacaaattgg 
agtaatgaag 
aatccagtat 
agaacaatca 
gaatttacaa 
gtggtgaatc 
ttactctctt 
caaatcaatt 
acttccctcc 
gtgggagaaa 
gcaaaactgc 
aacccctact 
gtacaactat 
tcttctgtaa 



gcggtcctgg 
ggtccaccaa 
gctgctgcct 
gcgtcagttt 
tcctcccttc 
caacccccat 
cgccggacaa 
gcaccgggga 
tgtcctgcag 
tatatgtaca 
ataatacttt 
gagagaatct 
atgactttct 
gcctggaaaa 
cagaggaatt 
acaagaagga 
atggcagttt 
ggcaagcatt 
aagtagaggt 
caagctatag 
ccaaaaagaa 
tcttggtaga 
tcacagtggc 
actacatgaa 
ttgttcaaga 
ctccagatgg 
gtgatggcat 
atgggcccac 
aggatggctc 



acggtagggg 
gcctgacccc 
gccggaaggg 
cacccaggac 
cctcccccat 
ccccgcctga 
gtccaaggcg 
cttgaaccag 
aaatcttctt 
aggagttgga 
aaatcctgat 
tcgttttgac 
gggacaagtg 
accaatagta 
aaactgttgc 
cttctttgga 
tacaatttgt 
caagatctca 
gtatgactgg 
ggaactttct 
aggaaaaaag 
aacagaagtt 
tattgatttt 
tccttaccaa 
ttatgacagt 
aaggatatct 
tgagggggtc 
caactttgct 
ccagtatttt 



tctgcgtctg 
tccagccagg 
ggctgggaaa 
tggctagcgg 
cccgcgcgct 
cgggagctag 
cctcctccca 
ctgagcgctg 
gacagagaca 
aataaagaat 
tttgtaagaa 
ttgtatgatg 
ttttgcacat 
ggaattccag 
agggatgccg 
aaatcagatc 
cacaagacag 
gtcagagcat 
gaccgagatg 
agagggcagt 
aaaaaatata 
tcattccttg 
acagcatcaa 
ctgaatgcct 
gataaaatgt 
cacgaatttg 
atggaggctt 
cctgtaatta 
gtgcttctga 



gtgccacctt 
aggggatcac 
ccgggatccc 
ttccctcgtg 
gcctccgcct 
ccctcagtcc 
atatggacag 
ccatcccggc 
cattttctaa 
ggagagagtt 
agtttattct 
ttgattcaaa 
tgggagagat 
ggaagaaatg 
ttttgatgca 
ctttccttgt 
aagttgtcaa 
tatgtaatgg 
gaagtcatga 
cacaattcaa 
ctaattctgg 
actacattaa 
acgggaaccc 
atggtatggc 
ttccagctct 
ctttgaatgg 
attacaggag 
atcatgtagc 
ttgttacaga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
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tggtgttatc tcagatatgg cccagactaa ggagtccata gttaatgcct caaaacttcc 1800 

aatgtcaata attatagtag gtgttggacc agcagaattt gatgcaatgg tcgaattgga 1860 

tggagatgat gtaagagtct cctctagagg aaaatatgct gaaagagaca ttgtgcagtt 1920 

tgtgccattc agggattata ttgacagaag tggaaaccac atactgagca tggctagatt 1980 

ggctaaagat gtcctagctg agatccctga gcagtttctc tcctatatga gagcccgagg 2040 

aatcaagcca tcacctgcgc ctcccccata caccccacct acacatgtgt tacagactca 2100 

aatatgactg tgctctgaaa tgctaatgtc aactacaaat caaaagtgct gagttaatgc 2160 

tttgtgcctg gtgctctgta atgaaccagg caatgagata gttttctcag tttggtttca 2220 

gcagttaatg tgctttcttg gatccaaatt taaatatctt cctaaaccaa aactgtaaat 2280 

atggttgttg catgagcaac agaaaaaatt gtttaaatgc ttgaagcaaa gtatggatgt 2340 

cttctctaaa tctttctttc tttttttttt tttttttttt ttaacagaaa cagctaattt 2400 

ccaatgtatt gttgggaaaa agcacaaact gtgtttttaa ctcaaatatt gtcttcgact 2460 

gctatgtgta taggaaagca gtctctgtat caatgtttac atgttactac tttttaaa 2518 

<210> 24 
<211> 1120 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3735780CB1 

<400> 24 

gaaatccagt tatcaaaatt gactcaagaa gagagaacct aacagaacaa taacaatgga 60 

agaaattggg aacattatca caaagctatc atcctgccaa actccaggct cagatgtcac 120 

aggttaaaaa aagtccttca tgaaaaagaa agatcttaag cagcatgatg gattcagaag 180 

ctcatgaaaa gaggccacca atactaacat cttcaaaaca agatatatca cctcatatta 240 

caaatgttgg tgagatgaag cattacttgt gtggctgctg tgcagccttc aacaatgtcg 300 

caatcacatt tcccattcag aaggtcctct ttcgacaaca gctgtatggc atcaaaaccc 360 

gggatgcaat acttcagttg agaagggatg gatttcgaaa tttgtatcgt ggaatccttc 420 

ccccattgat gcagaagaca actacgcttg cacttatgtt tggtctgtat gaggatttat 480 

cctgccttcc ccacaagcat gtcagtgctc cagagtttgc aaccagtggc gtggcggcag 540 

tgcttgcagg gacaacagaa gcaattttca ctccactgga aagagttcag acattgcttc 600 

aagaccacaa acatcatgac aaatttacca acacttacca ggctttcaag gcactgaaat 660 

gtcatggaat tggagagtat tatcgaggct tggtgcccat tcttttccgg aatggactca 720 

gcaatgtctt gtttttcggc cttcgaggtc ccattaagga gcatctgcct accgcaacga 780 

ctcacagtgc tcatctggtc aatgatttta tctgtggagg tctattgggt gccatgttgg 840 

gattcttgtt ttttccaatt aatgttgtaa aaactcgcat acagtctcag attggtgggg 900 

aatttcagtc tttccccaag gttttccaaa aaatctggct ggaacgggac agaaaactga 960 

taaatctttt cagaggtgcc catctgaatt accatcggtc cctcatctct tggggcataa 1020 

tcaatgcaac ttatgagttc ttgttaaagg ttatatgaaa aaaccatcag ttaagtgcca 1080 

tttatcaact gaatagacct tctaagaaga aaaaaaaaaa 1120 



